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Species Gene Symbol Gene ID GenBank Accession Transcript
Human VPS18 57617 BC001513 NM_020857
About the gene

Official Symbol VPS18

Previous Symbol -

Official Full Name | VPS18, CORVET/HOPS core subunit

Synonyms KIAA1475; PEP3
Location 15q15.1

Gene Type protein-coding gene

Uniprot ID Q9P253

Pathway/Library Ubiquitin Ligases Genes Library

Vesicle mediated protein sorting plays an important role in segregation of intracellular molecules into
distinct organelles. Genetic studies in yeast have identified more than 40 vacuolar protein sorting (VPS)
genes involved in vesicle transport to vacuoles. This gene encodes the human homolog of yeast class C
Vpsl18 protein. The mammalian class C Vps proteins are predominantly associated with late
endosomes/lysosomes, and like their yeast counterparts, may mediate vesicle trafficking steps in the
endosome/lysosome pathway.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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